Fig. 1
Gene map and haplotypes of ATRIP/TREX1 and UCHL5IP/ TREX2 genes. Coding exons are marked by black blocks, and 5Ј and 3Ј UTRs by white blocks. The Wrst base of the translational start site is denoted as nucleotide +1. Asterisks indicate polymorphisms genotyped in a larger population (n = 1,053). The frequencies of polymorphisms not subjected to larger scale genotyping were based on sequence data (n = 24). A1 Polymorphisms of ATRIP/TREX1 identiWed on chromosome 3p21.3-p21.2. A2. LD coeYcients (|DЈ| and r 2 ) among ATRIP/ TREX1 polymorphisms. A3 Haplotypes of ATRIP/TREX1 exhibiting frequencies ¸0.05. Others asterisks contain rare haplotypes: CCCC, CTCC, GCCC, and CCTC. B1 Polymorphisms of UCHL5IP/TREX2 identiWed on chromosome Xq28. B2. LD coeYcients (|DЈ| and r 2 ) among UCHL5IP/TREX2 polymorphisms. B3 Haplotypes of UCHL5IP/TREX2 exhibiting frequencies ¸0.05. Others double asterisks contain rare haplotypes: GGCT, GACC, CGTC, CGCT, and CGCC. Reference sequences of ATRIP/TREX1 was based on the genomic contig, NT_022517 and mRNA transcripts, NM_130384 and NM_016381 for ATRIP and TREX1, respectively. Reference sequences of UCHL5IP/TREX2 was based on the genomic contig, NT_011726 and mRNA transcripts, NM_207107 and NM_080701 for UCHL5IP and TREX2, respectively |D'| 
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ATRIP ATR (ataxiatelangiectasia and RAD3-related)-interacting protein (MIM # 606605), TREX1 3-prime @repair exonuclease 1 (MIM # 606609), UCHL5IP UCH37-interacting protein 1 (MIM # 300540), TREX2 3-prime @repair exonuclease 1 (MIM # 300370)
